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Neogymnomycetaceae Kandemir & de Hoog 

Kandemir et al. (2022) established the family Neogymnomycetaceae to accommodate 

several keratinophilic genera which mainly isolated from dung and soil based on a stable 

phylogenetic analysis with a combined eight loci (LSU, ITS, TUB, RP60S, TEF1, TEF3, 

RPB1 and RPB2) sequences. Neogymnomyces was designated to be the generic type. 

Currently, six genera were accepted, viz. Auxarthronopsis, Canomyces, Currahmyces, 

Neogymnomyces and Renispora (Orr 1970; Sigler et al. 1979; Sharma et al. 2013, Sharma 

and Shouche 2020; Kandemir et al. 2022). In addition, the genera Canomyces and 

Auxarthronopsis have been found to be associated with plant debris in Karst Cave in China 

(Zhang et al. 2021). Since the family Neogymnomycetaceae was defined based on a stable 

phylogenetic analysis and similar ecological habitats, several species, i.e., Amauroascus 

purpureus, A. volatilis-patellus, Chrysosporium speluncarum, and Nannizziopsis mirabilis 

have converged on this clade, requiring further research on nomenclature (Kandemir et al. 

2022). Chlamydosauromyces punctatus which was isolated from the skin of a lizard in the 

USA (Sigler et al. 2002) clustered with Neogymnomyces species with a high support value, 

and according to the keratinophilic habitat and gymnothecial ascomata, but different 

characters of ascospores (Doveri et al. 2012), Kandemir et al. (2022) synonymized C. 

punctatus with Neogymnomyces demonbreunii. 
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